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Conclusion: Presence of large number of ZFPs suggests an
extensive mechanism of gene regulation in P. falciparum. The com-
prehensive genome wide analysis provides a solid platform for
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Background: Background. Toxoplasma gondii is one of the
microorganisms that causechronic inﬂammation. It is also thought
to be associated with obesity. Proﬁlin T. gondii is an actin
cytoskeletonprotein with a molecular weight of 18 kD identiﬁed
in the membraneof T. gondii. Interleukin-12 is a proinﬂammatory
cytokine arising from the body’s immune response to exposure to
proﬁlin. Proﬁlin and IL-12 arethought to have a role in the path-
omechanism of obesity.
Objective: The objective of the study was to determine the
level of Proﬁlin and IL-12 in obese individuals infected by chronic
T.gondii and to examine a po
Methods & Materials: Methods. We report an observational
analytical study using a cross sectional design. The subjects of the
studywere 57obese individuals divided into apositive IgGT. gondii
obese group and a negative T. gondiiIgG obese group. Proﬁlin, IL-
12, and IgG levelsweremeasuredby ELISA. Differences between the
two groups were examined using the independent samples t-test.
Bivariate correlations between variables were examined using-
Pearson’s test or the Mann-Whitney test. A value of p< 0.05 was
considered statistically signiﬁcant.
Results: Results. The mean of proﬁlin for the positiveT. gondii-
IgG group was higher than that of the negative T. gondii IgG group
(97.7±32.6[SD] vs 64.4±25.1g/ml; p =0,002). The mean of IL-
12 for the positiveT. gondii IgG group was higher than that of the
negative T. gondii IgG group (48.2 (range 22.14 to 117.21) vs 41.67
(22.70 to 51.14)g/ml; p =0,656).
There was no signiﬁcant correlation between Proﬁlin and IL-
12 (r =0.056, p =0677). However there was a positive correlation
between Proﬁlin and IgG T. gondii (r = 0.372, p =0.004).
Conclusion: Conclusion. The level ofT. gondii Proﬁlin and IL-12
are higher in the positiveT. gondii IgG group than in the negative
T.gondii IgG group., but There is no signiﬁcant correlation between
the level of Proﬁlin and Il-12 in obese individuals. Further research
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Background: Plasmodiumvivax has long been thought to cause
benign infectionwhich has been challenged recently. Various stud-
ies have pointed towards the rising severity of vivax infections.
Till date no longitudinal study has compared vivax and falciparum
malaria directly to show the ﬁnal outcome. Our aim was to explore
the manifestations of vivax and falciparum malaria infection and
to follow them up and observe the ﬁnal outcome over a period of
28 days.
Methods&Materials: In this hospital based longitudinal obser-
vational study, 89 patients attending a tertiary care hospital in
Kolkata, who were positive for vivax or falciparum malaria (both
complicated and uncomplicated)(conﬁrmed by PCR) and who did
not receive anti-malarial therapy from outside were consecutively
recruited and their clinico-pathological, biochemical parameters
and proteomics were analysed. They were followed up for a period
of 28 days to observe their outcome after institution of appropriate
guideline directed anti-malarial therapy.
Results: Of the 89 patients infected with either vivax or fal-
ciparum, 10 were complicated vivax and 12 were complicated
falciparum. Jaundice and thrombocytopenia accounted for major-
ity of complicated vivax whereas cerebral malaria, severe anaemia
and thrombocytopenia accounted for majority of complicated fal-
ciparum infections. One of the vivax infection, complicated by
jaundice and severe anaemia and two falciparum infections com-
plicated by jaundice and cerebral malaria resulted in death. All the
other patients showed improvement in their clinico-pathological
and biochemical parameters over time. There was no statistically
signiﬁcant difference in the parameters over time when compared
between complicated vivax and falciparummalaria. (p value>0.05).
Of the multitude of protein changes in the serum of malaria
patients, serum amyloid associated protein (SAA) and haptoglobin
showed a characteristic pattern of change, with SAA being upreg-
ulated and Haptoglobin being downregulated; the alterations in
